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Model establishment of cervical cancer lymphatic metastasis and clinical significance
of Prox-1

LI Lan-shuang, HU Li-na ( Department of Obstetrics and Gynecology, Second Affiliated Hospital, Chongqing Medical University,
Chongging 400010, China)

Abstract: Objective To establish the uterine cervical cancer model of lymphatic metastasis using Kun-
ming ( Km) mice and to explore the clinical significance of Prox-1. Methods The lymphatic metastasis model
was established by injection of cervical cancer cells into the left nail pads of female Km mice. The tumor forma-
tion rate, tumor growth and lymph node metastasis status were observed. AtS, 10, 15, and 20 d after inocula-
tion, mice in one group were sacrificed for the specimens, including lymph nodes and tumors. Then HE dyeing
and immunohistochemistry staining of cytokeratin were used for the detection of the occurrence of lymphatic me-
tastasis or not, and fluorescent quantitation polymerase chain reaction (FQ-PCR) and Western-blot were used
for the detection of the expressions of VEGFR-3 and Prox-1. Results The tumor formation rate was 100% .
The lymph node metastasis was closely correlated with the inoculation time. FQ-PCR and Western blot demon-
strated that Prox-l mRNA and protein expressions in distant lymphatic metastasis group [ (0. 000 173 =
0. 000 085) and (0.108 7 £0.049 9) ] were significantly higher than those in sentinel node metastasis group
[ (0.000 058 +0.000 022) and (0.012 0 £0.005 7) ] and non-lymphatic metastasis group [ (0.000 027 +
0.000 010) and (0.003 8 £0.001 4) ] (P <0.05). Expressions of VEGFR-3 mRNA and protein in sentinel
node metastasis group were 0. 000 147 £0. 000 066 and 0. 123 6 £0. 054 8, respectively, but no significant
difference was found as compared with those in distant lymphatic metastasis group [ (0.000 224 £0.000 101)
and (0.160 7 £0.075 3) ] and non-lymphatic metastasis group [ (0.000 134 £0.000 044 ) and (0.082 4 +
0.0432)] (P>0.05). Conclusion The model for uterine cervical cancer lymphatic metastasis can be suc-
cessfully established through the nail pad hypodermic in Km mice. It is an ideal model for the studies of the
mechanisms in uterine cervical metastasis as well as antitumor therapy of lymphatic transfer. Prox-1 may be a
sensitive index for the prediction of tumor lymph node metastasis and antitumor lymphatic transfer.
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Prox-1 mRNA % &
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&1 FQ-PCRHISIMFFIRF=MKE
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e PP (bp)

B-actin i : GGGAAATCGTGCGTGACATCAA 187
T iF: CCCAAGAAGGAAGGCTGGAAAA
Prox-1 -7 : GTCCCACTGACTACGAAAC 127
"R : CCACCCTCCATACCCATA
VEGFR-3 |3 : CATCAAGACGGGCTACCT 162

R ii#: TCCACCACCTTCCCAAAA
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RS WA A 98 T IS . VEGFR-3 2 H Fir b HH i
Z RS N R AR ARG O
PCR Fll Western blot J5 %} = #i8E #2892 - VEGFR-3
BYRIBIEAT T LB, 45 S R B UK /N B To/ A bk 1 2%
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PRAITT DI Ik CLAE e % 078 (0 40 0, T BE X 4 e 2
TEPURA —ER X,

L LTk ARSI A T AR D RE IE R /N B
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